We report here the identification of a new member of the human gut microbiome, strain Marseille-P3064 T , which was isolated during a culturomics study [1] focusing on the content of the human gut microbiome along the whole gastrointestinal tract. Samples from human upper and lower gastrointestinal tracts were simultaneously collected from patients who underwent endoscopic examination. The left colon wash sample was collected from a 27-year-old obese patient who provided signed informed consent, and the study was approved by the local ethics committee under number 2016-010.
Strain genus (>97%), together with biochemical and physiological similarities, it was moved to a new genus, Pseudoflavonifractor, within the phylum Firmicutes in 2010 [5] . The creation of a new genus was justified on the basis of different Gram staining together with some different biochemical properties [5] . On the basis of the 16S rRNA gene sequence divergence of strain Marseille-P3064
T with the phylogenetically closest species with standing in nomenclature [6] , we propose here the creation of the new species 'Pseudoflavonifractor phocaeensis' (pho.ca.een 0 sis, L. masc. adj., phocaeensis, 'of Phocaea,' the Latin name of Phokaia, the ancient Ionian city whose colony founded the city of Marseille), for which strain Marseille-P3064 (= CSUR P3064) is the type strain.
MALDI-TOF MS spectrum
The MALDI-TOF MS spectrum of 'Pseudoflavonifractor phocaeensis' strain Marseille-P3064 T is available online (http://www. mediterranee-infection.com/article.php?laref=256&titre=urms-database).
Nucleotide sequence accession number
The 16S rRNA gene sequence of 'Pseudoflavonifractor phocaeensis' strain Marseille-P3064 T was deposited in GenBank under accession number LT598548.
Deposit in a culture collection
Strain Marseille-P3064 T was deposited in the Collection de Souches de l'Unité des Rickettsies (CSUR, WDCM 875) under number P3064.
Pseudoflavonifractor phocaeensis (LT598548)
Pseudoflavonifractor capillosus (NR 025670)
Flavonifractor plautii (NR 043142)
Intestinimonas butyriciproducens (NR 118554)
Clostridium viride (NR 026204)
Papillibacter cinnamivorans (NR 025025)
Sporobacter termitidis (NR 044972)
Oscillibacter valericigenes (NR 074793)
Oscillibacter ruminantium (NR 118156)
Butyricicoccus pullicaecorum (NR 044490)
Eubacterium desmolans (NR 044644)
Clostridium alkalicellulosi (NR 115345)
Ruminococcus bromii (NR 025930)
Clostridium leptum (NR 114789)
Ruminococcus champanellensis (NR 102884)
Ruminococcus albus (NR 115230) 
